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FIGURE 
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FIGURE 2 



Met Asp He Leu Cys Glu Glu Asn Thr Ser 
ATGGATATTCTTTGTGAAGAAAATACTTCT 

10 20 30 

ieu Ser Ser Thr Thr Asn Ser Leu Met Gin 
TipTGAGCTCAACTACGAACTCCCTAATGCAA 

% 40 50 60 

Jleu Asn Asp Asp Thr Arg Leu Tyr Ser Asn 
■BT AAATGATGACACCAGGCTCTACAGTAAT 
O 70 80 90 

Asp Phe Asn Ser Gly Glu Ala Asn Thr Ser 
(flA CTTTAACTCCGGAGAAGCTAACACTTCT 

100 110 

Asp Ala Phe Asn Trp Thr Val Asp Ser Glu 
GATGCATTTAACTGGACAGTCGACTCTGAA 

130 140 150 

Asn Arg Thr Asn Leu Ser Cys Glu Gly Cys 
AATCGAACCAACCTTTCCTGTGAAGGGTGC 

160 170 180 
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FIGURE 2, CON'D 

Leu Ser Pro Ser Cys Leu Ser Leu Leu His 
CTCTCACCGTCGTGTCTCTCCTTACTTCAT 

190 200 



210 



Leu Gin Glu Lys Asn Trp Ser Ala Leu Leu 
:tccaggaaaaaaactggtctgctttactg 

220 230 



240 



Thr Ala Val Val He He Leu Thr He Ala 
acagccgtagtgattattctaactattgct 

250 260 



270 



Gly Asn He Leu Val He Met Ala Val Ser 

ggaaacatactcgtcatcatggcagtgtcc 

280 



290 



300 



Leu Glu Lys Lys Leu 
ctagagaaaaagctgc 

310 



Gin Asn Ala Thr Asn 
AGAATGCCACCAAC 
320 330 



Tyr Phe Leu Met Ser Leu Ala He Ala Asp 
DATTTCCTGATGTCACTTGCCATAGCTGAT 

340 350 



360 



Met Leu Leu Gly Phe Leu Val Met Pro Val 
ATGCTGCTGGGTTTCCTTGTCATGCCCGTG 

370 



380 



390 



ser Met Leu Thr He Leu Tyr Gly Tyr Arg 
TCCATGTTAACCATCCTGTAT.GGGTACCGG 



400 



410 



420 
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FIGURE 2/ CONT'D 

Trp Pro Leu Pro Ser Lys Leu Cys Ala Val 
TGGCCTCTGCCGAGCAAGCTTTGTGCAGTC 

430 440 450 



Trp lie Tyr Leu Asp val Leu Phe ser Thr 
TGGATTTACCTGGACGTGCTCTTCTCCACG 

460 470 480 



Ala Ser lie Met His Leu Cys Ala lie Ser 
GCCTCCATCATGCACCTCTGCGCCATCTCG 

490 500 510 

a3Leu Asp Arg Tyr Val Ala lie Gin Asn Pro 
ijTGGACCGCTACGTCGCCATCCAGAATCCC 

Iq 520 530 540 

Ljlle His His Ser Arg Phe Asn Ser Arg Thr 
lATCCACCACAGCCGCTTCAACTCCAGAACT 

550 560 570 

+Lys Ala Phe Leu Lys lie lie Ala Val Trp 
^AGGCATTTCTGAAAATCATTGCTGTTTGG 

580 590 600 



Thr lie Ser Val Gly He Ser Met Pro He 
ACCATATCAGTAGGTATATCCATGCCAATA 

610 620 630 



Pro Val Phe Gly Leu Gin Asp Asp Ser Lys 
CCAGTCTTTGGGCTACAGGACGATTCGAAG 

640 650 660 
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FIGURE 2, CONT'D 

Val Phe Lys Glu Gly Ser Cys Leu Leu Ala 
GTCTTTAAGGAGGGGAGTTGCTTACTTGCC 

670 680 690 



Asp Asp Asn Phe Val Leu lie Gly Ser Phe 
GATGATAACTTTGTCCTGATCGGCTCTTTT 

700 710 720 

Val Ser Phe Phe lie Pro Leu Thr lie Met 
GTGTCATTTTTCATTCCCTTAACCATCATG 

730 740 750 



Q^al lie Thr Tyr Phe 
<|^T GATCACCTACTTT 

ry 7 60 

|=Cieu Gin Lys Glu Ala 
c'tccagaaagaagct 

D "^^0 

O^sp Leu Gly Thr Arg 
@ATCTTGGCACACGG 

H 820 



Leu Thr lie Lys Ser 
CTAACTATCAAGTCA 
770 780 

Thr Leu Cys Val Ser 
ACTTTGTGTGTAAGT 
800 810 

Ala Lys Leu Ala Ser 
GCCAAATTAGCTTCT 
830 840 



Phe Ser Phe Leu Pro Gin Ser Ser Leu Ser 
TTCAGCTTCCTCCCTCAGAGTTCTTTGTCT 

850 860 870 



Ser 
T C A 



Glu Lys Leu Phe Gin 
GAAAAGCTCTTCCAG 
880 



Arg Ser lie His 
CGGTCGATCCAT 
890 900 
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FIGURE 2/ CONT'D 

Arg Glu Pro Gly Ser Tyr Thr Gly Arg Arg 
AGGGAGCCAGGGTCCTACACAGGCAGGAGG 

910 920 930 

Thr Met Gin Ser lie Ser Asn Glu Gin Lys 
ACTATGCAGTCCATCAGCAATGAGCAAAAG 

940 950 960 

Ala Cys Lys Val Leu Gly lie Val Phe Phe 
GCATGCAAGGTGCTGGGCATCGTCTTCTTC 

970 980 990 

3 Leu Phe Val Val Met Trp Cys Pro Phe Phe 

J:tgtttgtggtgatgtggtgccctttcttc 

J 1000 1010 1020 

n lie Thr Asn lie Met Ala Val He Cys Lys 

atcacaaacatcatggccgtcatctgcaaa 

3 1030 1040 1050 

£ Glu Ser Cys Asn Glu Asp Val He Gly Ala 
lisAGTCCTGCAATGAGGATGTCATTGGGGCC 

1060 1070 1080 

Leu Leu Asn Val Phe Val Trp He Gly Tyr 
CTGCTCAATGTGTTTGTTTGGATCGGTTAT 

1090 1100 1110 



Leu Ser Ser Ala Val Asn Pro Leu Val Tyr 
CTCTCTTCAGCAGTCAACCCACTAGTCTAC 

1120 1130 1140 
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FIGURE 2/ CONT'D 

Thr Leu Phe Asn Lys Thr Tyr Arg Ser Ala 
.CACTGTTCAACAAGACCTATAGGTCAGCC 
1150 1160 1170 

Phe Ser Arg Tyr lie Gin Cys Gin Tyr Lys 
'TTTCACGGTATATTCAGTGTCAGTACAAG 
1180 1190 1200 

Glu Asn Lys Lys Pro Leu Gin Leu lie Leu 
^AAAACAAAAAACCATTGCAGTTAATTTTA 
1210 1220 1230 

l^al Asn Thr He Pro Ala Leu Ala Tyr Lys 
4t gaacacaataccggctttggcctacaag 

rii 1240 1250 1260 



Eler Ser Gin Leu Gin Met Gly Gin Lys Lys 
#=lc tagccaacttcaaatgggacaaaaaaag 

1270 1280 1290 



^sn Ser Lys Gin Asp Ala Lys Thr Thr Asp 
inA TTCAAAGCAAGATGCCAAGACAACAGAT 
M 1300 1310 1320 

Asn Asp Cys Ser Met Val Ala Leu Gly Lys 
AATGACTGCTCAATGGTTGCTCTAGGAAAG 

1330 1340 1350 



Gin His Ser Glu Glu Ala Ser Lys Asp Asn 
CAGCATTCTGAAGAGGCTTCTAAAGACAAT 

1360 1370 1380 
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FIGURE 2, CONT'D 

Ser Asp Gly Val Asn Glu Lys Val Ser Cys 
AGCGACGGAGTGAATGAAAAGGTGAGCTGT 

1390 1400 1410 

Val *** *** Ala Ser Cys Arg Gly Asn Cys 
GTGTGATAGGCTAGTTGCCGTGGCAACTGT 

1420 1430 1440 



GGAAGGCACACTGAGCAAGTTTTCACCTAT 

1450 1460 1470 



T T T T T T G 
1480 
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